[Correlation between TLR4 gene polymorphisms and allergic rhinitis].
Objective:To investigate the correlation between polymorphisms in the TLR4 locus and the susceptibility of allergic rhinitis. Method:Three polymorphisms in TLR4 locus (rs10759930, rs2737190 and rs2770150) were genotyped in 212 subjects with allergic rhinitis and in 169 healthy controls. PCR sequencing methods was performed for genotyping. SPSS program version 17.0 was used for statistic analysis. The characteristic of genetic polymorphism was analyzed. The differences of genotype and allele frequencies between the two groups of children were compared. Result:Heterozygous mutations CT (P=2.70×10⁻⁶, OR=2.66, 95%CI=1.76-4.00), and homozygous mutation TT (P=9.72×10⁻⁹, OR=8.78, 95%CI=3.83-20.13) of rs10759930 appeared significant, are related to AR. Conclusion:Heterozygous and homozygous allele in rs10759930 is associated with allergic rhinitis.